1.
What life exists? 2.
What has already been preserved as physical resources? 3.
What is already known from genetic sequencing? 4.
How will novel or legacy collections fill the gaps in resources or knowledge?
To answer the first question, GGI has explored the use of taxonomic authorities such as the Global Biodiversity Information Facility (GBIF) Backbone Taxonomy and (Roskov et al. 2019) . Counts of physical samples were derived from the union of the GGBN Data Portal (GGBN 2011) and the Global Catalogue of Microorganisms (Wu et al. 2013) . DNA barcode sequence data counts were downloaded from GenBank (Clark et al. 2015) . Percentages represent the percent of the total in that category.
